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malE-lacZ fusions, 19 

Maltose Blu phenotype 
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phosphate uptake, 195 
uracil uptake, 212 
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Nitrate reductase 
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Nitrate reductase repression 
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Nitrogenase 
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carbamoyl phosphate, 115 
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Nitrogen fixation 
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Plasmid Ti 
A. tumefaciens, 424 
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transfer genes, 424 
Plasmid transfer 
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tetracycline resistance genes, 432 
Polyethylene glycol 
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S. antibioticus, 984 
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Polymyxin binding 
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Polyol metabolism 
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Proline transport 
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E. coli, encapsulated, 835 
Protein levels 
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nitrogen fixation, 256 
Rhizobium meliloti 
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transduction, 316 
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S. typhimurium, 842 
Ribonucleic acid synthesis 
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laminarinases, 333 
lipid synthesis, 502 
mitochondrial markers, loss of, 460 
oxalurate transport, 917 
peptidase activity, 220 
protein synthesis, 502 
rho mutants, 460 

Salmonella typhimurium 
arylsulfatase synthesis, 80 
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fracture plane in walls, 299 

plasmid maintenance, 817 

protein synthesis, 817 

tet, 432 
Streptococcus mutans 
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tet 
S. pneumoniae, 432 
Tetracycline resistance genes 
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Toxin regulatory mutations 
V. cholerae, 859 
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Transaminase 
E. coli, 339 
valine-a-ketoglutarate activity, 339 
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cloned uvrB of E. coli, 54 
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ColE1-cosA plasmid DNAs, 738 
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E. coli, 1097 
ends are not IS3, 1097 
S. typhimurium, 1097 
Transposon Tn1696 
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caffeine, 671 
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outer membrane protein 1b, regulation of, 342 Flexibacter elegans 
par, 342 fatty acids, 852 
periplasmic leaky mutant, 351 F-like plasmids 
periplasmic protein, mutation affecting, 229 E. coli mutants, 864 
phage growth, 424 replication, 864 
phage K10 receptor, 680 F pili, defective 
phage lambda-plasmid ColE1 hybrid, 294 E. coli mutants resistant to phage R17, 525 
phage lambda promoters, 246 Fremyella diplosiphon 
phage R17, mutants resistant to, 525 phage lambda promoters, 246 
phage T4, 1071 RNA polymerase selectivity, 246 
phage T4 gene expression, 83 Fruiting-body formation 
phage T6/colicin K receptor, 369 M. xanthus, 1036 
pili, 525 ftsA gene product 
plaque formation, 294 cell division, 388 
plasmid CloDF13, 415 E. coli, 388 
plasmid pKM101, 929 
plasmid replication, 864 Galactose moiety 
prolipoprotein, 1098 lactose metabolism, 774 
propanediol oxidoreductase, 311 phosphorylation, 774 
prophage inactivation, 848 S. lactis, 774 
protease III, 125 gin regulatory mutations 
protein, mutation affecting, 229 K. pneumoniae, 597 
protein synthesis, blockage of, 445 nif, 597 
ptr mutations, 125 Globomycin 
recA gene activity, 848 E. coli, 1098 
reconstituted cell envelopes, 1071 prolipoprotein, 1098 
response to metal ion-citrate, 798 Glutamine synthetase mutations 
rhamnose-induced propanediol oxidoreductase, K. pneumoniae, 597 

311 nif, 597 
ribosomal proteins, mutants lacking, 734 Glycerol catabolism 
RNA polymerase selectivity, 246 E. coli, 182 
rRNA of 30S ribosomes, 131 Glycerol dehydrogenase 
single-stranded binding protein, mutant, 14 E. coli, 182 
SOS functions, 381 Glycerolphosphate polymens, glycosylated 
ssb, 14 S. sanguis, 547 
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Glycine dissimilation 
P. cepacia hydroxy amino acid metabolism, 240 
L-serine deaminase, 240 

Glycosyltransferase 
D. discoideum, 188 


Halobacterium halobium 
chemosensory responses, 749 
H* conductance 
S. lactis membrane, 197 
Heat modification 
P. aeruginosa outer membrane protein, 902 
Heat resistance 
carbohydrates, intracellular, 1008 
D. discoideum spores, 1008 
Heterocyst 
A. variabilis, 213 
formation without nitrogenase, 213 
repression, 213 
spacing, 213 
Heterocyst synthesis 
Anabaena sp. CA, ammonia-grown, 938 
Hexadecane partition 
Acinetobacter vesicle, 707 
influx 
B. subtilis, 28 
motility, 28 
Hook protein 
flaFV, 267 
S. typhimurium, 267 
Hyaluronic acid capsule 
oxygen resistance, 1090 
streptococci, group A, 1090 
Hydroxy amino acid metabolism 


dissimilation of serine, glycine, and threonine, 240 


P. cepacia, 240 
L-serine deaminase, 240 


ilv-lac fusions 
physical characterization, 251 
Insertion sequences 
DNA homologies, 588 
in various organisms, 588 
Inversion 
E. coli chromosome, 311 
lactose region, 311 
lons, metal 
P. aeruginosa, 37 
transfection, 37 
transformation, 37 
Iron deficiency 
K. pneumoniae, 1129 
siderophore synthesis, 1129 
S. sonnet, 1129 


a-Ketoglutarate synthesis 
Bacteroides, 980 
Selenomonas, 980 
Veillonella, 980 

Killer toxin 
binding to cell wall, 888 
S. cerevisiae, 888 

5'-Kinase 3’-phosphatase 
E. coli lit gene, 83 
phage T4 gene expression, 83 

Klebsiella edwardstt 
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cloacin DF 13, 964 

Klebsiella pneumoniae 
gin regulatory mutations, 597 
iron deficiency, 1129 
nif, 597 
nitrogen fixation, 597 
siderophore synthesis, 1129 


B-Lactam antibiotics 
E. coli mutants tolerant to, 955 
B-Lactamase deficiency 
P. cepacia, 1126 
penicillin G, 1126 
Lactobacillus casei 
pentitol metabolism, 949 
Lactose carrier 
E. coli, 395 
sucrose transport, 395 
Lactose-dependent lysis 
E. coli mutants, 643 
Lactose metabolism 
galactose moiety, phosphorylation of, 774 
glucose moiety, phosphorylation of, 774 
S. lactis, 774 
S. mutans, 1102 
tagatose 6-phosphate pathway, induction of, 1102 
Lactose region 
E. coli chromosome, 311 
inversion, 311 
lamB protein 
E. coli, 680 
phage K10 receptor, 680 
Leucine 2,3-aminomutase 
C. utilis, 1013 
Lipase 
membrane bound, 1120 
S. marcescens, 1120 
Lipid 
B. stearothermophilus, 220 
protein associated, 220 
Lipid bilayer 
A. laidlawii, 944 
carotenoids, 944 
Lipolytic activity 
S. marcescens outer membrane fraction, 1120 
Lipopolysaccharide antigen 
localization, 261 
S. typhimurium, 261 
lit 
E. coli, 83 
5’-kinase 3’-phosphatase, 83 
phage T4 gene expression, 83 
Lysine auxotrophy 
P. cepacia, 1126 
penicillin G, 1126 
Lysis 
E. coli mutants, 643 
lactose, 643 


Macromolecular synthesis 

A. nidulans, 65 
mafA 

E. coli mutant, 864 

F-like plasmid, replication of, 864 
mafB 

E. coli mutant, 864 
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F-like plasmid, replication of, 864 
mak 
S. cerevisiae mutants, 154 
Maltodextrin transport 
E. coli mutants, | 
Maltose binding protein 
E. coli, 1 
Manganese 
nitrogenase regulation, 987 
nitrogen fixation, 987 
R. capsulata, 987 
R. rubrum, 987 
Meiosporangial wall structure 
A. arbuscula, 276 
Membrane 
C. crescentus mutant, 612 
phospholipid synthesis, 612 
S. citri, 738 
spiralin, 738 
Membrane, outer 
binding protein, 43, 50 
DNA binding, 43, 50 
E. coli, 43, 50 
Membrane peptides 
Pseudomonas plasmid alk regulon, 754 
Membrane residue 
crossed immunoelectrophoretic analysis, 881 
M. lysodeikticus, 881 
Menaquinone biosynthesis 
M. phlei, 92 
o-succinylbenzoic acid conversion to 1,4- 
dihydroxy-2-naphthoic acid, 92 
2-Mercaptoethanol modification 
P. aeruginosa outer membrane protein, 902 
Mercury hypersensitivity 
mer region of plasmid R100-1, deletions in, 301 
Mercury resistance genes 
plasmid R100-1, 167 
TnA-generated mutations, 167 
Mercury resistance operon 
hyperbinding activity, 161 
hypersensitivity to Hg**, 161 
plasmid NR1, 161 
mer region 
deletions, 301 
plasmid R100-1, 301 
Metal ion-citrate complex 
E. coli response to, 798 
S. typhimurium response to, 798 
Metal ions 
P. aeruginosa, 3 
transfection, 37 
transformation, 37 
Methanobacterium spp. 
coenzyme Fy», 20 
Methanobacterium thermoautotrophicum 
chemiosmotic coupling, 1081 
hydrogen-dependent ATP synthesis by 
subcellular particles, 1081 
Methanosarcina barkeri 
coenzyme Fy», 20 
Methicillin resistance 
protein A formation, 1028 
S. aureus, 1028 
Methylcobalamin-dependent methionine 
biosynthesis 
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C. utilis, 1013 
7-Methylguanosine 
procaryote tRNA, 408 
Micrococcus lysodeikticus 
membrane residues, crossed 
immunoelectrophoretic analysis of, 881 
Molybdenum cofactor 
E. coli, 114 
Motility 
B. subtilis, 28 
induced artificially, 28 
proton motive force, 28 
Multiple-antibiotic-resistance plasmid 
S. marcescens, 713 
Mutational specificity 
plasmid pKM101, 929 
Mycobacterium phlei 
menaquinone biosynthesis, 92 
o-succinylbenzoic acid conversion to 1,4- 
dihydroxy-2-naphthoic acid, 92 
Mycoplasma 
carotenoids, 944 
lipid bilayer, 944 
Myxococcus fulvus 
fatty acids, 852 
Myxococcus xanthus 
myxospore induction, 147 
temperature-sensitive developmental mutants, 
1036 
Myxospore 
developmental induction, 147 
M. xanthus, 147 


Neisseria gonorrhoeae 

cotransformation of temperature sensitivity and 

nutritional markers, 206 

DNA repair, 1109 
Neurospora crassa 

bradytroph isolation, 1133 

rodlet layer of conidia, 1050, 1063 
Nicotinamide adenine dinucleotide-linked 

dehydrogenase 

E. coli, 182 
Nicotinamide mononucleotide deamidase 

S. typhimurium pnuA mutants, 607 
Nicotinamide mononucleotide transport 

S. typhimurium pnuA mutants, 607 
nif 

gin regulatory mutations, 597 

K. pneumoniae, 597 
Nitrobacter 

carboxysomes, DNA in, 285 
Nitrogenase 

A. variabilis, 213 

heterocyst formation, 213 
Nitrogenase regulation 

manganese, 987 

nitrogen fixation, 987 

R. capsulata, 987 

R. rubrum, 987 
Nitrogenase synthesis 

Anabaena sp. CA, ammonia-grown, 938 
Nitrogen fixation 

Anabaena mutants, 327 

gin mutations, 597 

K. pneumoniae, 597 
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manganese, 987 

nitrogenase regulation, 987 

R. capsulata, 987 

R. rubrum, 987 
Nuclease resistance 

S. pneumoniae, 655 
Nucleoid 

B. subtilis, 730 
Nucleotides, regulatory 

B. subtilis Rel function, 671 


ompB 
E. coli, 342 
oriC 
binding to outer membrane, 50 
E. coli, 50 
Ornithine transcarbamylase 
B. subtilis, 769 
Outer membrane 
binding protein, 43, 50 
DNA binding, 43, 50 
E. coli, 43, 50 
heat-modifiable protein, 902 
2-mercaptoethanol-modifiable protein, 902 
oriC region, 50 
P. aeruginosa, 902 
Outer membrane protein 
dextrans, influence of, 843 
E. coli, 843 
E. coli mutant, 229 
heat-modifiable, 902 
2-mercaptoethanol-modifiable, 902 
P. aeruginosa, 902 
sugars, influence of, 843 
Outer membrane protein 1b 
E. coli, 342 
transcriptional! regulation, 342 
Oxygen resistance 
hyaluronic acid capsule, 1090 
streptococci, 1090 


Pantothenate kinase 
S. typhimurium mutants, 805 
par 
E. coli, 342 
Penicillin G 
as sole source of carbon, 1126 
B-lactamase deficiency, 1126 
lysine auxotrophy, 1126 
P. cepacia and related pseudomonads, 1126 
Pentitol metabolism 
L. casei, 949 
Peptidoglycan 
cloacin DF13-receptor interaction, 964 
Peptidoglycan synthesis 
B. subtilis sporulation, 786 
Periplasmic leaky mutant 
defective transport, 351 
E. coli, 351 
Periplasmic protein 
E. coli mutant, 229 
Phosphate accumulation 
Synechococcus, 508 
Phospholipid 
B. stearothermophilus, 220 
protein associated, 220 
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Phospholipid biosynthesis 
B. megaterium, 996 
Phospholipid synthesis 
A. nidulans, 65 
C. crescentus mutant, 612 
membrane, 612 
Photoreactivation 
N. gonorrhoeae DNA, 1109 
Physarum polycephalum 
polysome formation, 490 
Pili, defective 
E. coli mutants resistant to phage R17, 525 
Piperocaine 
Pseudomonas alk regulon, 1123 
Plaque formation 
E. coli, 294 
phage lambda-plasmid ColE1 hybrid, 294 
plasmid ColE1 DNA region, 294 
Plasmid CloDF13 
cloacin production and excretion, 415 
E. coli, 415 
Plasmid ColE1 
DNA region affecting plaque formation of hybrid, 
294 
E. coli, 294 
phage lambda hybrid, 294 
Plasmid NR1 
mercury resistance operon, 161 
Plasmid pKM101 
E. coli, 929 
mutational specificity, 929 
Plasmid pmCR501 
E. coli, 817 
Plasmid R100-1 
mercury hypersensitivity, 301 
mercury resistance genes, 167 
mer region, deletions in, 301 
TnA-generated mutations, 167 
Plasmid R100-1 derivative 
DNA replication, direction of, 1105 
DNA transfer, direction of, 1105 
Plasmid R91-5 
P. aeruginosa, 809 
tra cistrons, 809 
Plasmids 
mediation by transposable plasmid DNA 
sequences, 713 
multiresistance, 713 
screening procedure, 1112 
S. marcescens, 713 
streptococci, 1112 
Plasmid SCP2 
S. coelicolor fertility properties, 359 
Plasmids, F-like 
E. coli mutants, 864 
replication, 864 
Plasmids, R 
P. cepacia, 1017 
Plasmid vehicles 
cloning of E. coli promoters, 400 
Ploidy determination 
C. albicans, 1043 
Pneumococcus 
eclipse complex, 655 
nuclease resistance, 655 
transformation, 655 
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pnuA mutants 
S. typhimurium, 607 
Podospora anserina 
ascospore germination, 835 
cell regeneration, 835 
protoperithecium formation, 835 
Polyamine biosynthesis 
S. cerevisiae ascospore germination, 649 
Polyglycosylglycerolphosphate biosynthesis 
S. sanguis, 547 
Polymerase, deoxyribonucleic acid 
S. citri, 763 
Polysome formation 
P. polycephalum, 490 
translational regulation, 490 
Procaine 
Pseudomonas alk regulon, 1123 
Proline oxidase 
proline utilization, 498, 504 
put3 mutation, 504 
S. cerevisiae, 498, 504 
Proline utilization 
enzyme expression, constitutive, 504 
proline oxidase, 498, 504 
put3 mutation, 504 
A'-pyrroline-5-carboxylate dehydrogenase, 498, 
504 
S. cerevisiae, 498, 504 
Prolipoprotein 
bound form, 1098 
E. coli, globomycin-treated, 1098 
Promoters 
cloning, 400 
E. coli, 400 
Propanediol oxidoreductase 
E. coli, 311 
rhamnose-induced versus fucose-induced, 311 
Prophage inactivation 
E. coli, UV-irradiated, 848 
recA gene activity, 848 
Protease 
P. fragi, 911 
Protease III 
E. coli, 125 
ptr mutations, 125 
Protein 
S. citri cell membrane, 738 
spiralin, 738 
Protein A formation 
methicillin resistance, 1028 
S. aureus, 1028 
Protein, outer membrane 
E. coli mutant, 229 
Protein, periplasmic 
E. coli mutant, 229 
Protein, ribosomal 
E. coli mutants lacking, 734 
Protein synthesis 
A. nidulans, 65 
blockage, 445 
E. coli DNA mutants, 445 
Protein turnover 
T. aquaticus, 543 
Proton motive force 
B. subtilis, 28 
motility, 28 
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Proton-translocating adenosine triphosphatase 
C. perfringens, 745 
Protoperithecium formation 
P. anserina mutant, 835 
Pseudomonas 
alk regulon, 1123 
local anesthetics, 1123 
Pseudomonas aeruginosa 
conjugal transfer, 809 
metal ions, 37 
outer membrane protein, 902 
plasmid R91-5, 809 
thiosulfate oxidase, 306 
tra cistrons, 809 
transfection, 37 
transformation, 37 
Pseudomonas cepacia 
dissimilation of serine, glycine, and threonine, 240 
hydroxy amino acid metabolism, 240 
B-lactamase deficiency, 1126 
lysine auxotrophy, 1126 
R plasmids, 1017 
L-serine deaminase, 240 
Pseudomonas cepacia and related pseudomonads 
penicillin G as the sole carbon source, 1126 
Pseudomonas fragi 
protease, 911 
Pseudomonas putida 
growth on n-alkanes, 754 
membrane peptides, 754 
ptr 
E. coli, 125 
mutations, 125 
protease III, 125 
put3 mutation 
S. cerevisiae, 504 
Pyridine nucleotide cycle 
nicotinamide mononucleotide deamidase, 607 
S. typhimurium pnuA mutants, 607 
A'-Pyrroline-5-carboxylate dehydrogenase 
proline utilization, 498, 504 
put3 mutation, 504 
S. cerevisiae, 498, 504 


recA 
E. coli, UV-irradiated, 848 
prophage inactivation, 848 
Receptor 
E. coli lamB protein, 680 
phage K10, 680 
Receptor protein 
cloacin DF13 binding, 964 
peptidoglycan, 964 
Regeneration 
P. anserina mutant, 835 
Rel function 
B. subtilis, 671 
nucleotides, regulatory, 671 
Rhamnose-induced propanediol oxidoreductase 
E. coli, 311 
fucose-induced enzyme, comparison with, 311 
Rhodopseudomonas capsulata 
manganese, 987 
nitrogenase reguiation, 987 
nitrogen fixation, 987 
Rhodopseudomonas sphaeroides 
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ribulose 1,5-bisphosphate carboxylase, 1023 
Rhodospirillum rubrum 
manganese, 987 
nitrogenase regulation, 987 
nitrogen fixation, 987 
Ribonucleic acid polymerase 
cyanobacteria, 246 
E. coli, 246 
phage lambda promoters, 246 
Ribonucleic acid, transfer 
B. subtilis sporulation and spore outgrowth, 555 
Ribosomal proteins 
FE. coli mutants lacking, 734 
Ribosomal ribonucleic acid genes 
B. subtilis, 99, 742 
Ribosomal ribonucleic acid, 16S 
30S ribosomes of procaryotes, 131 
surface structure, 131 
Ribothymidine 
procaryote tRNA, 408 
Ribulose 1,5-bisphosphate carboxylase 
carbon dioxide assimilation, 452 
cyanobacteria, 452 
R. sphaeroides, 1023 
Rodlet layer 
N. crassa conidia, 1050, 1063 
R plasmids 
P. cepacia 4G9, 1017 
rpoBC deletions 
E. coli, 479 


phage lambda carrying, 479 


Saccharomyces cerevisiae 

N-acetylglutamate synthase, 874 

allantoate transport, 971 

ascospore germination, 649 

chimeric plasmids, 73 

DNA sequence cloning, 73 

DNA synthesis in ether-permeabilized cells, 333 

enzyme expression, constitutive, 504 

killer toxin binding to cell wall, 888 

mak mutants, 154 

polyamine biosynthesis during ascospore 

germination, 649 

proline oxidase, 498, 504 

proline utilization, 498, 504 

put3 mutation, 504 

A'-pyrroline-5-carboxylate dehydrogenase, 498, 

504 

spheroplast formation, 289 
Salmonella typhi 

DNA adenine methylation, 574 

DNA cytosine methylation, 574 
Salmonella typhimurium 

O-acetylserine sulfhydrylase regulation, 141 

blue light effect, 567 

chemotaxis toward citrate, 297 

citrate, 297 

coaA, 805 

L-cysteine, 141 

DNA adenine methylation, 5 

DNA cytosine methylation, 57 
electron acceptor taxis, 567 
flaF V, 267 
flagellar hook formation, 267 
lipopolysaccharide antigen, 261 
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nicotinamide mononucleotide deamidase, 607 
nicotinamide mononucleotide transport mutants, 
607 
pantothenate kinase mutants, 805 
pnuA mutants, 607 
pyridine nucleotide cycle, 607 
response to metal ion-citrate complex, 798 
taxis, electron acceptor, 567 
Selenomonas species 
a-ketoglutarate synthesis, 980 
L-Serine deaminase 
P. cepacia hydroxy amino acid metabolism, 240 
Serine dissimilation 
P. cepacia hydroxy amino acid metabolism, 240 
L-serine deaminase, 240 
Serratia marcescens 
B» protein, 1116 
lipase, membrane-bound, 1120 
multiresistance plasmid, 713 
outer membrane fraction, 1120 
transposon Tn/699, 713 
transposon Tn/700, 713 
Shigella sonnei 
iron deficiency, 1129 
siderophore synthesis, 1129 
Siderophore synthesis 
iron deficiency, 1129 
K. pneumoniae, 1129 
S. sonnei, 1129 
SOS functions 
dnaB protein, 381 
E. coli, 381 
tif, suppression of, 381 
Spheroplast formation 
S. cerevisiae, 289 
Spiralin 
amphiphilic nature, 738 
S. citri cell membrane, 738 
Spirillum, freshwater magnetic 
isolation and culture in defined medium, 720 
Spiroplasma citri 
cell membrane, 738 
DNA polymerases, 763 
spiralin, 738 
Spore lytic enzyme 
C. perfringens, 59 
Spores 
B. megaterium, 917 
B. subtilis, 555 
carbohydrates, intracellular, 1008 
D. discoideum, 1008 
dielectric properties, 917 
heat resistance, 1008 
tRNA, 555 
Sporulation 
B. subtilis, 769, 786 
B. thuringiensis, 699 
peptidoglycan synthesis, 786 
phage TP-13, 699 
ssb 
binding protein, 14 
E. coli, 14 
Staphylococcal L-forms 
cholesterol, 859 
Staphylococcus aureus 
methicillin resistance, 1028 
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protein A formation, 1028 
Stigmatella aurantiaca 

fatty acids, 852 
Streptococci, group A 

hyaluronic acid capsule, 1090 

oxygen resistance, 1090 
Streptococcus 

plasmid screening procedure, 1112 
Streptococcus lactis 

galactose moiety, phosphorylation of, 774 

glucose moiety, phosphorylation of, 774 

lactose metabolism, 774 

membrane H* conductance, 197 
Streptococcus mutans 

lactose metabolism, 1102 

tagatose 6-phosphate pathway, 1102 
Streptococcus pneumoniae 

eclipse complex, 655 

nuclease resistance, 655 

transformation, 655 
Streptococcus sanguis 

polyglycosylglycerolphosphate biosynthesis, 547 
Streptomyces coelicolor 

antibacterial substances, production of, 359 

fertility properties, 359 

plasmid SCP2, 359 
Succinic acid 

E. coli thermogenesis, 377 
o-Succinylbenzoic acid conversion 

menaquinone biosynthesis, 92 

M. phlei, 92 

to 1,4-dihydroxy-2-naphthoic acid, 92 
Sucrose transport 

E. coli, 395 

lactose carrier, 395 
Sugars 

E. coli, 843 

outer membrane protein, 843 
Synechococcus 

phosphate accumulation, 508 


Tagatose 6-phosphate pathway 
lactose metabolism, 1102 
S. mutans, 1102 
Taxis, electron acceptor 
E. coli, 567 
S. typhimurium, 567 
Thermogenesis 
E. coli, 377 
succinic acid, 377 
Thermus aquaticus 
protein turnover, 543 
2-Thiomethyl-N"-(isopentenyl)adenosine 
procaryote tRNA, 408 
Thiosulfate oxidase 
P. aeruginosa, 306 
Threonine dissimilation 
P. cepacia hydroxy amino acid metabolism, 240 
L-serine deaminase, 240 
tif 
E. coli, 381 
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SOS functions, 381 
suppression by altered dnaB protein, 381 
tra cistrons 
P. aeruginosa, 809 
plasmid R91-5, 809 
Transcription 
E. coli DNA gyrase subunit A mutants, 424 
Transfection 
metal ions, 37 
P. aeruginosa, 37 
Transfer ribonucleic acid 
B. subtilis sporulation and spore outgrewth, 555 
Transfer ribonucleic acid genes 
B. subtilis, 742 
Transfer ribonucleic acid modification 
functional role, 408 
procaryotes, 408 
Transformation 
eclipse complex, 655 
metal ions, 37 
P. aeruginosa, 37 
S. pneumoniae, 655 
Transport 
E. coli mutant, 351 
Transposon A 
mutation in mercury resistance genes, 167 
plasmid R100-1, 167 
Transposon Tn/699 
multiresistance plasmid, 713 
S. marcescens, 713 
Transposon Tn/700 
multiresistance plasmid, 713 
S. marcescens, 713 
trpR-thr region 
cloned DNA containing, 106 
E. coli, 106 
Tryptophan synthase £, proteins, hybrid 
B-B binding region of 8 monomer, 1116 
enteric bacteria, 1116 


Ultraviolet mutagenesis 
E. coli, 436 
multiple components, 436 


Veillonella species 
a-ketoglutarate synthesis, 980 
Vesicle, extracellular 
Acinetobacter, 707 
alkane partition, 707 
Vesicle membrane 
cAMP transport, 459 
E. coli, 459 
Vitamin biosynthesis 
M. phlei, 92 
o-succinylbenzoic acid conversion to 1,4- 
dihydroxy-2-naphthoic acid, 92 


Yeast killer toxin 
cell wall receptor, 888 
S. cerevisiae, 888 
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